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A Appendix to “Evaluating and Rewarding Teamwork Using Cooperative
Game Abstractions”

A.1 Identification Theorem Proofs

Theorem 1 (Sufficiency for Identification). Suppose H includes all kth order CGAs and v
⇤ is

a k
th order CGA. If DP include performances from all teams of at least k different subset sizes

s1, . . . , sk 2 [k, n� 1], then DP identifies v⇤.

Proof. Let w be the first-through-k’th order weights we seek to learn, with the first n indices
corresponding to !S such that |S| = 1, the next

�n
2

�
indices corresponding to |S| = 2, and so on up

through the last
�n
k

�
terms corresponding to |S| = k. Let v be the corresponding coalitional values

we observe.

Finding a k’th-order CGA corresponding to D can be formulated as finding a solution to Mw = v,
where matrix M is a matrix whose rows correspond to the data points and each entry in the matrix
2 {0, 1}. For a given datapoint (S, v(S)), the corresponding row has ones in all entries corresponding
to interaction terms !T such that T ✓ S. Note that we only consider subset sizes � k, since subsets
sizes smaller than k would not exhibit kth order interaction.

To show identifiability, it suffices to show that M has rank equal to the column size, since otherwise
the null space is non-empty and there exist multiple w which satisfies the equation. Equivalently, a
full rank matrix ensures that the optimization criterion is strictly convex and that the minimizer is
unique. Define matrix Mntk to be the submatrix consisting of all rows from all subsets of size t and
columns corresponding only to that of the k’th order weights.

M =

 
first order weight ... k’th order weight

rows from subsets of size s1 Mns11 ... Mns1k

... ... ... ...

rows from subsets of size sk Mnsk1 ... Mnskk

!

We will now show that we can perform row reductions on the decomposition into submatrices, such
that we end up with all zeroes below the antidiagonal.

First we note that every row in Mnbk is a linear combination of rows in Mnak for any a < b. Consider
a row sb corresponding to subset {i1, ..., ib}. We take all the rows in Mnak corresponding to subsets
s
0 where s0 ✓ {i1, ..., ib} and |s

0
| = a. We sum all

�b
a

�
of these rows, and denote this row s

0

b. Looking
at a particular kth order weight, say WLOG corresponding to {i1, ..., ik} ✓ {i1, ..., ib}, there is a
1 in this column in sb. This subset of size k shows up in

�b�k
a�k

�
subsets of size a. Therefore, the

corresponding entry in row s
0

b is
�b�k
a�k

�
. And so, we can derive that

�b�k
a�k

��1
s
0

b = sb as they both
have the same support: every subset of size k in {i1, ..., ib} can be found in a subset of {i1, ..., ib} of
size a.

Thus we may use an appropriate multiple ↵ of the first row to replace Mnsik with a zero for any
i > 1. However, this changes the whole row, and so the j’th order term changes to Mnsij � ↵Mns1j .
But by the same logic as for k, summing the l’th weights gives the same row scaled by

�b�l
a�l

�
, and

thus Mnsij � ↵Mns1j =

✓
1�

(b�l
a�l)
(b�k
a�k)

◆
Mnsij .

The above shows that we can perform row reduction using the first row of submatrices in order to
put zeroes in the last column while retaining all submatrices in other columns (up to rescaling). But
now we may apply this logic inductively, by considering only the submatrices corresponding to first
through k� 1’th order weights and rows from subsets of size s2 or greater, and so on. We get that the
matrix M looks as follows after row reduction:
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0

B@

first order weight ... (k-1)th order weight kth order weight
rows from subsets of size s1 Mns11 ... Mns1(k�1) Mns1k

rows from subsets of size s2 M
0

ns21 ... Mns2(k�1) 0
... ... ... 0 0
rows from subsets of size sk Mnsk1 ... 0 0

1

CA

where M
0

ns21 denotes submatrices above the antidiagonal that have been rescaled (note that the first
row does not need rescaling). It is then sufficient to show that Mns1k,Mns2(k�1)...,Mnsk1 (note that
each of these submatrices has more rows than columns) are all full rank to show M is full rank.

To do this, we first prove a lemma.

Lemma 1. When t � k and n = t+ k, the matrix Mntk is full rank.

Proof. We will proceed by induction on k.

Base case (k = 1): Since k = 1 each row corresponds to an all-one row with a single zero for the agent
left out. Since we have such a row for each agent that can be left out, we get n linearly-independent
rows.

Thus the matrix is full rank.

Induction step (k > 1):

Assuming this statement holds for orders 1, . . . , k � 1. We will prove the statement for when the
order is k. To do this we will use induction on n:

Base case (n = 2k): n = 2k ) t = k, and so Mntk is the identity matrix and is thus full rank.

Induction step (n > 2k): Assume the matrix is full rank for when number of players is equal
to 2k, ..., n. To prove the matrix is full rank for n + 1, consider the following decomposition of
M(n+1)(n+1�k)k.

✓weights of subsets including 1 weights of excluding including 1
subsets including 1 A B

subsets excluding 1 0 C

◆

Observe that matrix B corresponds to Mn(n�k)k and is thus full rank by induction hypothesis. This
means we can use linear combinations of rows of B to reduce rows in C. In particular, we can
performs row reductions such that we replace C with zeroes: For each row in C corresponding to
a team of size of n + 1 � k selected from [2, ..., n], we consider all n � k subsets of this team in
B and sum them. For any subset of this team of size k, then we see that it shows up in the sum:�n+1�k�(k)

n�k�(k)

�
= n+ 1� 2k times. Therefore, the sum is n+ 1� 2k times the row in C.

Moreover, let D be the n+ 1� k rows from A summed together when performing the row reduction,
let the resultant matrix be D. The reduced matrix looks like:

M(n+1)(n+1�k)k =

✓weights of subsets including 1 weights of excluding including 1
subsets including 1 A B

subsets excluding 1 D 0

◆

Then, we observe that D corresponds to a scaled version of Mn(n+1�k)(k�1), which is full rank by
the inductive assumption. The scaling factor is calculated as follows: For a subset {1, ..., k}, the k�1

elements show up in the n+ 1� k subset row of C, then shows up in
�n+1�k�(k�1)

n�k�(k�1)

�
= n+ 2� 2k

of the n� k subsets. And so, D is a �
n+2�2k
n+1�2k scaled version of Mn(n+1�k)(k�1).

B remains unchanged after the row reduction and is full rank and thus the whole matrix is full
rank.
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With this lemma in hand we can return to the main proof. To complete the proof, we will show that
for any k, any n � 2k and any t 2 [k, n� k], Mntk is full rank.

Note that t 2 [k, n� k] )
�n
t

�
�
�n
k

�
(as otherwise number of rows is already fewer than number of

columns and the matrix will have rank less than column size).

We will use induction on k.

Base case (k = 1): by Lemma 1, the matrix is full rank when k = 1 for any team size t and number
of players n.

Induction step (k > 1): assumes this holds for orders 1, ..., k � 1 and any t and n. For order k, fix
some t � k, we will show the matrix is full rank for all n � t+ k by induction on n. For the base
case n = t+ k the matrix is full rank by Lemma 1. For the induction step assume n > t+ k: assume
the matrix is full rank when the number of players is in {t+ k, ..., n� 1}. Now when the number of
players is n, we may decompose the matrix into columns corresponding to weights of k-size subsets
containing player 1, and rows into teams including or excluding player 1.

Mntk=
✓weights of subsets including 1 weights of subsets excluding 1

subsets including 1 U1 U3

subsets excluding 1 0 U2

◆

In doing so, we first observe that U1 is exactly M(n�1)(t�1)(k�1) and is full rank from the induction
hypothesis on k. Secondly, U2 = M(n�1)tk and is thus full rank by the induction hypothesis on
n. Therefore the matrix Mntk is full rank which concludes the inductive step on n. But this also
concludes the inductive step on k > 1, and thus we we get that all Mntk along the antidiagonal of M
are full rank. It follows that M is full rank, and thus Mw = v has a unique solution.

Finally, because we are choosing k subset sizes from [k, n� 1], it’s easy to see that if we sort subset
size s by

�n
s

�
, then the jth subset size in this sorted order si is such that

�n
sj

�
�
� n
k�j+1

�
, which

means the above condition applies.

Theorem 2 (Necessity for Identification). Suppose H includes all kth order CGAs and v
⇤ is a k

th

order CGA. If DP contains performances of teams of only m < k different sizes, then DP does not
always identify v

⇤
.

Proof. We will provide an instance when k = 2 such that v⇤ is not identified. In that case m = 1,
and we may pick teams of size n� 1. That gives us

� n
n�1

�
= n rows which is fewer than the number

of columns
�n
2

�
+
�n
1

�
. Thus there will be more than one solution.

Moreover, the conditions specified in Theorem 1 are also tight in the sense that: if we allowed m = k

subset sizes, but over a wider interval, then D does not always identify v
⇤
. To see this, consider k = 2

again. Widening the interval means the inclusion of either subset size k � 1 or n.

If we can pick k� 1, consider m = 2 subset sizes k� 1 and n� 1, which together gives
�n
1

�
+
� n
n�1

�

rows, which is fewer than the number of columns
�n
2

�
+
�n
1

�
.

If we can pick n, consider m = 2 subset sizes n� 1 and n, which together gives
� n
n�1

�
+
�n
n

�
rows,

which is fewer than the number of columns
�n
2

�
+
�n
1

�
.

A.2 PAC Analysis

Another natural paradigm through which we may analyze sample complexity of learning a CGA
is the PAC framework. Before we proceed, a word about why PAC bounds are not our main focus
for sample complexity. One drawback of PAC bounds we considered is that it is only with high
probability that most coalition values are well approximated. Therefore, it could still be that there is
one v̂(S) that is arbitrarily off. Thus, the resultant estimated Shapley value will inherit this large bias.
Since we hope to use the estimated Shapley Value for fair credit assignment in practice, we opt for
what may be considered more “pessimistic”, exact identification guarantees similar to those in [38].
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Below, we provide two results based on PAC and PMAC notions of approximation. We prove the
result assuming that we have correct CGA order specification. The result follows similarly when a
higher order than that of the true CF is specified.

Consider a random sample S of m (C, v(C)) data points with C uniformly sampled from 2A. There
are at most m distinct coalitional values in that sample. Call them v bS . We will solve M

nk
bS
!̂ = v bS

where Mnk
bS

denotes the matrix consisting of all rows corresponding to coalitions in bS. This is feasible
since there exist ! s.t Mnk! = v. Note that this step assuming feasibility relies on the CGA model
being of order k or higher; if not, Mnk

bS
!̂ = v bS may not be feasible.

In both parts of the proposition below, we will appeal to uniform convergence results to show that this
construction yields a !̂ and the corresponding v̂ such that it approximates v with high probability. In
all the sample complexity results that follow, let c denote a generic constant.

Proposition 1. Suppose v is a kth order CGA model with parameter vector ! of bounded `1 norm.
Then, with a set bS of (C, v(C)) data points of size m � c

⇣
dk+log(1/�)

�2

⌘
uniformly sampled from

2A, we may compute !̂ and its corresponding v̂ as above such that, with probability at least 1��
over the samples bS:

PrC⇠2A [v̂(C) = v(C)] � 1� �

Proof. The proof is motivated by the observation that ! may be viewed as a linear classifier with
dimension dk. Indeed, if ! is the true weight, then M

nk! = v, which is equivalent to:

[�M
nk
C , v(C)]T [!, 1] � 0 and [Mnk

C ,�v(C)]T [!, 1] � 0 for all C

where M
nk
C denotes the row of Mnk corresponding to coalition C and [a, b],a 2 Rn

, b 2 Rm

denotes the n + m-dimensional vector obtained by concatenation of a and b. Thus, if we define
a classification task with 2 · 2N data points that have features [�M

nk
C , v(C)], [Mnk

C ,�v(C)] and
labels 1 for all the points, we know there exists a classifier f(x) = sign([!, 1]Tx) which achieves
zero loss; here we take the sign of 0 to be 1.

Define data distribution D to be the uniform distribution over these 2 · 2N data points. A draw of size
m from D may be simulated by sampling coalitions from the uniform distribution over 2A and then
for each chosen coalition C, randomly choosing between [�M

nk
C , v(C)] and [Mnk

C ,�v(C)] with
equal probability.

Now, we are ready to prove that the v̂ satisfies the statement in Proposition 1. To do this, we use the
uniform convergence result below (Theorem 6.8 from [39]):

Lemma 2. Let H be a hypothesis class for the classifier, and let f be the true underlying classifier.
If H has VC-dimension d, then with

m � c

 
d+ log

�
1
�

�

�2

!

i.i.d data points x1, ...,xm ⇠ D,

� �

�����Prx⇠D[h(x) 6= f(x)]�
1

m

mX

i=1

1h(xi) 6=f(xi)

�����

for all h 2 H and with probability 1�� over the sampled data points.

By construction, the classifier defined by !̂, h(x) = sign([!̂, 1]Tx)), achieves zero empirical risk on
Ŝ since h(xi) = 1 = f(xi). So, we apply the uniform convergence result Lemma 2 with �/2 to get
that with probability 1�� over the sampled data points x from D:
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�

2
� Prx⇠D[h(x) 6= f(x)]

= Prx⇠D[[!̂, 1]Tx < 0)]

=
1

2
PrC⇠2A [M

nk
C !̂ > vC ] +

1

2
PrC⇠2A [M

nk
C !̂ < vC ]

=
1

2

�
1� PrC⇠2A [M

nk
C !̂ = vC ]

�

Therefore, the guarantee for !̂ over distribution D translates to the guarantee over the uniform
distribution 2A that v̂ = M

nk!̂ can overpredict or underpredict for at most � percent of all coalitions.

To finish, we note that [!, 1] belongs to the hypothesis class of linear classifiers of dimension dk + 1,
which is known to have VC Dimension dk + 1. So H = {[!, 1] | ! 2 Rdk} has VC dimension
d  dk + 1. And so, our sample complexity needed for !̂ to attain small generalization risk using
Lemma 2 is O(dk+log(1/�)

�2 ).

We remark that the sample complexity needed is on the same order as that shown by Theorem 1 in
section A.1

Next, we provide a PMAC-like guarantee [3] with much smaller sample complexity.

Proposition 2. With samples of size m � c

⇣
log(dk)+log(1/�)

✏2�2

⌘
uniformly sampled from 2A, we may

compute !̂ and its corresponding v̂ as above such that, with probability at least 1 � � over the
samples:

PrC⇠2A [(1� ✏)v̂(C)  v(C)  (1 + ✏)v̂(C)] � 1� �

Proof. The proof follows from combining two known theorems adapted to our setting.

The left hand side of the probabilistic guarantee follows from a straightforward adaptation of the proof
of Theorem 5 in [5]. In particular, the only tweak to the proof is that the features of the data points
are to be instantiated as Mnk

C /v(C) instead of 1C/v(C). Since ! is bounded by our assumption,
we do not need to bound it in terms of values of v(C)’s as is done in the proof of [5]. We note the
loss function would then be defined as `(!, (Mnk

C /v(C), y)) = [M
nk
C !

v(C) � 1]+ and !̂ achieves zero

empirical loss because M
nk
bS
!̂ = v bS ) M

nk
C !̂ = vC )

Mnk
C !̂

v(C) � 1 = 0 for all C 2 S. Altogether,
we may arrive at the statement below:

With a set of m � c

⇣
log(dk)+log(1/�)

✏2�2

⌘
coalitions uniformly sampled from 2A, !̂ constructed as

above is such that:

PrC⇠2A
⇥
(1� ✏)Mnk

C !̂  v(C)
⇤
� 1� �

with probability at least 1�� over the samples.

The right hand side follows from a related theorem, Theorem 2 in [42] with the same change in the
data features. Again, we can verify that !̂ achieves zero empirical loss:

With a set of m � c

⇣
log(dk)+log(1/�)

✏2�2

⌘
coalitions uniformly sampled from 2A, !̂ constructed as

above is such that:

PrC⇠2A [v(C)  (1 + ✏)Mnk
C ŵ] � 1� �

with probability at least 1�� over the samples.
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With this, we can initialize both theorems with �/2 and �/2. We first union bound over the random
draw of m� size samples to conclude that with probability � 1��, both inequalities hold for !̂,
meaning that by union bound again for the random draw of C over 2A:

PrC⇠2A [(1� ✏)Mnk
C ŵ  v(C)  (1 + ✏)Mnk

C ŵ] � 1� �

In summary, this means that under an even looser definition of approximability of the CGA model,
the sample complexity needed is much smaller: only O(log(dk)) number of points are needed. Since
dk  2n, this means at most O(n) samples are needed to estimate most of the coalition values
approximately with high probability.

Remark: more generally, we may obtain the above two guarantees under the same sample complexity
for any setting where we are looking to estimate solutions x to large scale linear programs Ax = b,
knowing apriori that kxk1 is bounded. In such cases, we may obtain a PAC and PMAC-like result by
computing x̂ from randomly sampled constraints aT

i x = bi. Notice here that A 2 R2n⇥dk and the
PMAC notion avoids needing the exponential sample complexity that is required to construct b to
compute an exact solution.

This result may be of independent interest.

A.3 Shapley Noise Bound Theorem Proofs

Theorem 3 (Shapley noise L2 bound). The L2 norm of the estimation error of the Shapley values is
bounded by:

nX

i=1

('i(v)� 'i(v̂))
2


2

n

X

C22A

(v(C)� v̂(C))2 (4)

Proof. First we observe that the Shapley value is a linear map R2n
! Rn taking v to '(v). We may

describe this map with matrix Sn 2 Rn⇥2n where n is the number of players in the cooperative game.
Our work extends a line of work that studies properties of Sn, including [6] that studies its nullspace.

We have that:

||'(v)� '(v̂)||2 = ||Snv � Snv̂||2  ||Sn||op||v � v̂||2

It suffices then to obtain the operator norm of Sn. We know that ||Sn||op =
p

�max(ST
n Sn). ST

n Sn is
complicated to analyze, so we opt to analyze �max(SnS

T
n ) since we know that the nonzero eigenvalues

of ST
n Sn are the same as those of SnS

T
n . SnS

T
n has nice structure in that all its off-diagonal entries

are the same and all its diagonal entries are the same.

Take the ith row of Sn, (Sn)i, we know that the entry in this row corresponding to subset S is:

1. 1
n

� n�1
|S|�1

��1
if i 2 S

2. �
1
n

�n�1
|S|

��1
if i 62 S

Therefore, let d1 denote its diagonal entries, then:
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d1 = (Sn)
T
i (Sn)i

=
X

S22[n],i2S

(
1

n

✓
n� 1

|S|� 1

◆�1

)2 +
X

S22[n],i 62S

(�
1

n

✓
n� 1

|S|

◆�1

)2

=
1

n2

nX

k=1

✓
n� 1

k � 1

◆✓
n� 1

k � 1

◆�2

+
1

n2

n�1X

k=0

✓
n� 1

k

◆✓
n� 1

k

◆�2

Let d2 denote its off-diagonal entries. Consider the i, jth entry of SnS
T
n , we can characterize the

weights in the dot product as follows:

1. ( 1n
� n�1
|S|�1

��1
)2 if i, j 2 S

2. ( 1n
� n�1
|S|�1

��1
)(� 1

n

�n�1
|S|

��1
) if i 2 S, j 62 S

3. (� 1
n

�n�1
|S|

��1
)( 1n
� n�1
|S|�1

��1
) if i 62 S, j 2 S

4. (� 1
n

�n�1
|S|

��1
)2 if i, j 62 S

Therefore, when we sum these together:

d2 = (Sn)
T
i (Sn)j

=
X

S22[n],i,j2S

(
1

n

✓
n� 1

|S|� 1

◆�1

)2 �
X

S22[n],i2S,j 62S

(
1

n

✓
n� 1

|S|� 1

◆�1

)(�
1

n

✓
n� 1

|S|

◆�1

)

�

X

S22[n],i 62S,j2S

(�
1

n

✓
n� 1

|S|

◆�1

)(
1

n

✓
n� 1

|S|� 1

◆�1

) +
X

S22[n],i,j 62S

(�
1

n

✓
n� 1

|S|

◆�1

)2

=
nX

k=2

✓
n� 2

k � 2

◆✓
n� 1

k � 1

◆�2

� 2
n�1X

k=1

✓
n� 2

k � 1

◆✓
n� 1

k

◆�1✓
n� 1

k � 1

◆�1

+
n�2X

k=0

✓
n� 2

k

◆✓
n� 1

k

◆�2

It’s easy to check that d1 > d2 since d2 = (Sn)Ti (Sn)j  ||(Sn)i||2||(Sn)j ||2 = (Sn)Ti (Sn)i = d1.

And so, we may write:

SnS
T
n = (d1 � d2)In + d21n

where 1n is the all ones matrix.

This allows us to characterize all the eigenvalues of SnS
T
n and in particular the biggest one.

If the SVD of 1n = UDU
T , then we know that D is a diagonal matrix with one entry being n as this

is an eigenvalue of 1n and the rest being 0 since 1n is only rank 1. And so,

SnS
T
n = U [(d1 � d2)In + d2D]UT

This means that the top eigenvalue is d1 � d2 + n · d2 and the rest are all d1 � d2.

Evaluating d1 � d2 + n · d2 = d1 + (n� 1)d2:
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d1 + (n� 1)d2 =
1

n2
(
n�2X

k=2

✓
n� 1

k � 1

◆�1

+

✓
n� 1

k

◆�1

+ (n� 1)[
k � 1

n� 1

✓
n� 1

k � 1

◆�1

� 2
k

n� 1

✓
n� 1

k � 1

◆�1

+

✓
n� 2

k

◆✓
n� 1

k

◆�2

]) +
1

n2
r

=
1

n2
((

n�2X

k=2

k

✓
n� 1

k � 1

◆�1

+

✓
n� 1

k

◆�1

� 2k

✓
n� 1

k � 1

◆�1

+ (n� 1)

✓
n� 2

k

◆✓
n� 1

k

◆�2

) +
1

n2
r

=
1

n2
((

n�2X

k=2

�k

✓
n� 1

k � 1

◆�1

+

✓
n� 1

k

◆�1

+ (n� 1� k)

✓
n� 1

k

◆�1

) +
1

n2
r

=
1

n2
((

n�2X

k=2

�
k!(n� k)!

(n� 1)!
+ (n� k)

k!(n� 1� k)!

(n� 1)!
) +

1

n2
r

=
1

n2
r

It just remains to evaluate r which are the residual terms from the sums, they are:

r = [1 + 1 +
1

n� 1
] + [1 +

1

n� 1
+ 1] (from the two sums in d1)

+ (n� 1)(([1 +
n� 2

(n� 1)2
]� 2[

1

n� 1
+

1

n� 1
] + [1 +

(n� 2)

(n� 1)2
]) (from the three sums in d2)

= 4 +
2

n� 1
+ 2n� 2� 4 +

2(n� 2)

n� 1
= 2n

To summarize, we get that:

�max(SnS
T
n ) = d1 + (n� 1)d2 =

1

n2
2n =

2

n

) ||Sn||op =
q
�max(ST

n Sn) =
q
�max(SnS

T
n ) =

r
2

n

which proves that ||'(v)� '(v̂)||2 

q
2
n ||v � v̂||2 (4), as desired.

The above is a worst case analysis by computing the largest singular value of the Shapley matrix.
It turns out, most singular values of the Shapley matrix are very small and won’t lead to a large
amplification of the noise in the characteristic function.

We perform average case analysis by assuming that the error in the characteristic function is drawn
uniformly from a smooth distribution, which is not very "peaky" anywhere, over all noise v � v̂ with
the same L2 norm.
Theorem 4. Assuming that v� v̂ is drawn from distribution DBr with support equal to a sphere and
smooth in that 0  PrDBr

(x)  1 for any point x in its support, then:

Ev�v̂⇠DBr
[k'(v)� '(v̂)k22] 

6

n

1

0

kv � v̂k
2
2

2n
(5)

Proof. To obtain the bound in the theorem, we first prove the lemma below:
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Lemma 3. Let DBr be a distribution with support equal to a sphere with radius r and smooth in
that 0  PrDBr

(x)  1 for any x in its support. Consider any matrix A 2 Rm1⇥m2 :

Ex⇠DBr
[kAxk22] 

1

0

Tr(AT
A)

m2
· r

2

Proof. Since A
T
A is symmetric and thus diagonalizable, consider its m2 orthonormal eigenvectors

u1, ..,um2 . We know that u1, ..,um2 forms a basis of Rm2 and we can then write any x in the
support of DBr as

Pm2

j=1 ↵juj . Moreover,

r
2 = kxk2 = (

m2X

j=1

↵juj)
T (

m2X

j=1

↵juj) =
m2X

j=1

↵
2
j

since uT
j ui = 0 for i 6= j and kujk

2
2 = 1.

Define D
0

Br
to be the distribution over ↵ that corresponds to each x drawn from DBr and set

SD0 be its support (which may be characterized as a m2 dimensional standard simplex as defined
by (↵2

1/r
2
, ...,↵

2
m2

/r
2). We abuse notation in letting x(↵) be the corresponding x to coefficients

vector ↵. It’s a 1-1 correspondence, and so from the smoothness assumption on DBr , PrD0
Br

(↵) =

PrDBr
(x(↵)) 2 [0,1].

Define k
⇤ = argmaxk2[m2] E↵⇠D

0
Br

[↵2
k], then for any i 6= k

⇤:

E↵⇠D
0
Br

[↵2
k⇤ ] =

Z

SD0

↵
2
k⇤ PrD0

Br
(↵)d↵



Z

SD0

↵
2
k⇤1d↵

=

Z

SD0

↵
2
i1d↵



Z
↵
2
i
1

0
PrD0

Br
(↵)d↵

=
1

0
E↵⇠D

0
Br

[↵2
i ]

where the second equality follows from the symmetry of the support of DBr , which is a sphere.

This implies that:

E↵⇠D
0
Br

[↵2
k⇤ ] 

Pm2

j=1
1
0
E↵⇠D

0
Br

[↵2
j ]

m2
=

1

0

E↵⇠D
0
Br

[
Pm2

j=1 ↵
2
j ]

m2
=

1

0

r
2

m2
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Therefore:

Ex⇠DBr
[kAxk22] = Ex⇠DBr

[xT
A

T
Ax]

= Ex⇠DBr
[xT (

m2X

j=1

↵j�juj)]

= E↵⇠D
0
Br

[
m2X

j=1

�j↵
2
j ]

=
m2X

j=1

�jE↵⇠D
0
Br

[↵2
j ]

 E↵⇠D
0
Br

[↵2
k⇤ ]

m2X

j=1

�j


1

0

r
2

m2

m2X

j=1

�j

Using this Lemma 3, we can then perform an average case analysis:

E[kSnxk
2
2] 

1

0

Tr(ST
n Sn)

2n
kxk22 =

1

0

Tr(SnS
T
n )

2n
kxk22

We know that Tr(SnS
T
n ) = nd1 so the average case multiplier of the noise is:

d1 =
1

n2

nX

k=1

✓
n� 1

k � 1

◆�1

+
1

n2

n�1X

k=0

✓
n� 1

k

◆�1

=
1

n2
(2 +

n�1X

k=1

✓
n� 1

k � 1

◆�1

+

✓
n� 1

k

◆�1

)

=
2

n2
+

1

n2
(
n�1X

k=1

(k � 1)!(n� k � 1)!(k + n� k)

(n� 1)!
)

=
2

n2
+

1

n(n� 1)
(
n�1X

k=1

✓
n� 2

k � 1

◆�1

)

=
2

n2
+

2

n(n� 1)
+

1

n(n� 1)
(
n�2X

k=2

✓
n� 2

k � 1

◆�1

)


2

n2
+

2

n(n� 1)
+

1

n(n� 1)
((n� 3)

✓
n� 2

1

◆�1

)

=
2

n2
+

3n� 7

n(n� 1)(n� 2)


6

n2

So, the multiplier is 1
0

6
n2n over the distribution DBr .

Next, we can obtain a more general result by integrating across all L2 norms r that v � v̂ can take.
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Corollary 1. Suppose noise v � v̂ ⇠ Dn is such that its conditional distribution satisfies 0(r) 
PrDn(x|kxk

2
2 = r

2)  1(r) for all r and x in Dn’s support, then:

Ev�v̂⇠Dn [k'(v)� '(v̂)k22] 
6

n
Er


1(r)

0(r)

✓
r
2

2n

◆�

Proof. This follows from iterated expectation:

Ev�v̂⇠D[k'(v)� '(v̂)k22] = Er[Ev�v̂⇠DBr
[k'(v)� '(v̂)k22 | kv � v̂k

2
2 = r

2]]

 Er

✓
1(r)

0(r)

6

n2n

◆
r
2

�

=
6

n2n
Er


1(r)

0(r)
r
2

�

where the inequality holds by Theorem 4.

Remark: Therefore, if Er[
1(r)
0(r)

r
2] = cEr[r2] for some constant c = O(1), then the error in the

Shapley value is fairly small and proportional to O(1/n) of the average L2 error of v � v̂.
Theorem 5 (Shapley noise L1 bound). The sum of absolute errors in Shapley values is bounded by:

nX

i=1

|'i(v)� 'i(v̂)| 
X

C22A

|v(C)� v̂(C)| (6)

Assuming there is no error in estimating the grand coalition nor the empty set and n � 3, then we
can give a stronger bound on the sum of absolute errors:

nX

i=1

|'i(v)� 'i(v̂)| 
2

n

X

C22A

|v(C)� v̂(C)| (7)

Furthermore, assume players are divided into m equal sized teams, G1, ..., Gm, where |Gi| = N/m.
Then if we compute their Shapley values just with respect to their own teams we get:

nX

i=1

|'i(v)� 'i(v̂)| 
2m

n

X

C22A

|v(C)� v̂(C)| (8)

Proof. We can express the difference in Shapley value for i as:

|'i(v)� 'i(v̂)| = |
1

n

X

S✓[n]\{i}

✓
n� 1

|S|

◆�1

([v(S [ {i})� v̂(S [ {i})]� [v(S)� v̂(S)])|


1

n

X

S✓[n]\{i}

✓
n� 1

|S|

◆�1

(|v(S [ {i})� v̂(S [ {i})|+ |v(S)� v̂(S)|)

=
1

n

n�1X

s=0

✓
n� 1

s

◆�1 X

S✓[n]\{i},|S|=s

(|v(S [ {i})� v̂(S [ {i})|+ |v(S)� v̂(S)|)

Thus, for any S of size s:
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• If it contains element i, its L1 v error is weighted by
�n�1
s�1

��1
.

• If it doesn’t, it is weighted by
�n�1

s

��1
.

Observe that the unweighted RHS is equal to:

=
1

n

n�1X

s=0

X

S✓[n]\{i},|S|=s

(|v(S [ {i})� v̂(S [ {i})|+ |v(S)� v̂(S)|)

=
1

n

X

S✓[n]\{i}

|v(S [ {i})� v̂(S [ {i})|+
X

S✓[n]\{i}

|v(S)� v̂(S)|

=
1

n
||v � v̂||1

Therefore, since
�n�1

s

��1
 1 for s 2 [0, n� 1]:

|'i(v)� 'i(v̂)| 
1

n

n�1X

s=0

✓
n� 1

s

◆�1 X

S✓[n]\{i},|S|=s

(|v(S [ {i})� v̂(S [ {i})|+ |v(S)� v̂(S)|)


1

n
||v � v̂||1

Summing across all i’s, this proves inequality (6).

Note that
�n�1

s

��1
= 1 holds only for (i) the full set [n] (s = n � 1) (ii) the set {i} (s = 0) (iii)

empty set (s = 0) (iv) set [n]\{i} = [�i] (s = n � 1). Thus we can obtain equality if all of the
errors in v lie in estimating the full set or the empty set. This makes the bound tight.

We obtain a stronger inequality (7) if we assume that there is no error in estimating the empty nor the
grand coalition value:

Let e = ||v � v̂||1 and ei = |v({i})� v̂({i})|+ |v([�i])� v̂([�i])|. Then:

|'i(v)� 'i(v̂)| 
1

n

n�1X

s=0

✓
n� 1

s

◆�1 X

S✓[n]\{i},|S|=s

(|v(S [ {i})� v̂(S [ {i})|+ |v(S)� v̂(S)|)


1

n
ei +

1

n

n�2X

s=1

✓
n� 1

s

◆�1 X

S✓[n]\{i},|S|=s

(|v(S [ {i})� v̂(S [ {i})|+ |v(S)� v̂(S)|)


1

n
ei +

1

n(n� 1)
(e� ei)

since
�n�1

s

��1


1
n�1 for s 2 [1, n� 2].

Summing this across i gives:

|'(v)� '(v̂)| 
1

n

nX

i=1

ei +
1

n(n� 1)
(ne�

nX

i=1

ei)

=
e

n� 1
+

n� 2

n(n� 1)
(

nX

i=1

ei)


e

n� 1
+

n� 2

n(n� 1)
e

=
2e

n
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since
Pn

i=1 ei  e.

This proves inequality (7).

In some case, as is the case with our NBA experimental setup, players are divided into m groups,
G1, ..., Gm, and we wish to compute their Shapley values only with respect to their own groups. We
can follow a similar analysis as above to derive a bound on the Shapley values. For player i 2 Gj :

|'i(v)� 'i(v̂)| = |
1

|Gj |

X

S✓Gj\{i}

✓
|Gj |� 1

|S|

◆�1

([v(S [ {i})� v̂(S [ {i})]� [v(S)� v̂(S)])|


1

|Gj |

X

S✓Gj\{i}

✓
|Gj |� 1

|S|

◆�1

(|v(S [ {i})� v̂(S [ {i})|+ |v(S)� v̂(S)|)

=
1

|Gj |

|Gj |�1X

s=0

✓
|Gj |� 1

s

◆�1 X

S✓Gj\{i},|S|=s

(|v(S [ {i})� v̂(S [ {i})|+ |v(S)� v̂(S)|)

Let Ej =
P

S✓Gj
|v(S) � v̂(S)|. It’s clear that

Pm
j=1 Ej  e since any two teams Gj1 , Gj2 are

disjoint for j1 6= j2 and thus don’t have any subsets in common; note our assumption that the empty
set is estimated without any error by v̂.

To maximize the cumulative error, all the errors in e should be placed in subsets S with S ✓ Gj for
some j. So WLOG we can assume that

Pm
j=1 Ej = e. Using inequality (7), we get that:

X

i2Gj

|'i(v)� 'i(v̂)| 
2Ej

|Gj |

So the overall bound is:

|'(v)� '(v̂)| 
mX

j=1

2Ej

|Gj |

Assume |Gj | = n/m for each j, this simplifies to 2m
n e and proves inequality 8.

While the above bounds are tight, the analysis is worst case. For instance, for the first bound we
provide, equality holds when all the error in the kv � v̂k1 vector is in the coalition value of the grand
coalition or the empty set. Below, we provide a simple, average case analysis to show that on average,
a randomly drawn error vector leads to a small increase in L1 Shapley error in expectation.

Theorem 6 (Average case Shapley noise L1 bound). Assuming that the error v � v̂ is such that
the vector |v � v̂|/r (where absolute value is coordinate wise) is drawn from distribution DSr with
support equal to the surface of a 2n-simplex and smooth in that 0  PrDSr

(x)  1 for any point
x in its support, then:

Ev�v̂⇠DSr
[k'(v)� '(v̂)k1]  2

1

0

kv � v̂k1
2n

(9)

25



Proof.

Ev�v̂⇠DSr
[|'i(v)� 'i(v̂)|] = Ev�v̂⇠DSr

2

4�� 1
n

X

S✓[n]\{i}

✓
n� 1

|S|

◆�1

([v(S [ {i})� v̂(S [ {i})]� [v(S)� v̂(S)])
��

3

5


1

n

n�1X

s=0

✓
n� 1

s

◆�1 X

S✓[n]\{i},|S|=s

�
Ev�v̂⇠DSr

⇥
[|v(S [ {i})� v̂(S [ {i})|

⇤
+

Ev�v̂⇠DSr

⇥
|v(S)� v̂(S)|

⇤�

(1)


1

n

n�1X

s=0

✓
n� 1

s

◆�1 X

S✓[n]\{i},|S|=s

✓
1

0

r

2n
+

1

0

r

2n

◆

=
2

n

1

0

r

2n

where (1) is due to the following:

Let subset C
⇤ = argmaxC Ev�v̂⇠DSr

[[|v(C) � v̂(C)|] and subset C
0 =

argminC Ev�v̂⇠DSr
[[|v(C)� v̂(C)|]:

Ev�v̂⇠DSr
[[|v(C⇤)� v̂(C⇤)|] =

Z
|v(C⇤)� v̂(C⇤)|PrDSr

(v � v̂)d(v � v̂)



Z
|v(C⇤)� v̂(C⇤)|1d(v � v̂)

(2)
=

Z
|v(C 0)� v̂(C 0)|1d(v � v̂)



Z
|v(C 0)� v̂(C 0)|

1

0
PrDSr

(v � v̂)d(v � v̂)

=
1

0
Ev�v̂⇠DSr

[[|v(C 0)� v̂(C 0)|]

(3)


1

0

⇣
r

2n

⌘
.

Here (2) holds by symmetry as the expectation of any two vector coordinates under a uniform
distribution over the simplex of vectors is the same. (3) holds because every vector in the support of
DSr has L1 norm of r,

P
C Ev�v̂⇠DSr

[|v(C)� v̂(C)|] = Ev�v̂⇠DSr
[
P

C |v(C)� v̂(C)|] = r and
so by our choice of C 0, Ev�v̂⇠DSr

[|v(C 0)� v̂(C 0)|]  r
2n .

Summing Ev�v̂⇠DSr
[|'i(v)� 'i(v̂)|] across all i gives the result.

This means that, on average, for a randomly drawn '(v)�'(v̂) with a fixed error budget in L1 error,
the L1 error in the Shapley is only proportional to the average error in estimating each coalition. Next,
we can obtain a more general bound by integrating across all L1 norms r that '(v)� '(v̂) can take.

Corollary 2. Suppose noise v � v̂ ⇠ Dn is such that its conditional distribution satisfies 0(r) 
PrDn(x|kxk1 = r)  1(r) for all r and x in Dn’s support, then:

Ev�v̂⇠Dn [k'(v)� '(v̂)k1]  2Er


1(r)

0(r)

⇣
r

2n

⌘�

Proof. This follows from iterated expectation:
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Ev�v̂⇠D[k'(v)� '(v̂)k1] = Er

⇥
Ev�v̂⇠DSr

⇥
k'(v)� '(v̂)k1 | kv � v̂k1 = r

⇤⇤

 Er

✓
1(r)

0(r)

2

2n

◆
r

�

= 2Er


1(r)

0(r)

r

2n

�

where the inequality holds by the Theorem above.

Remark: Therefore, if Er[
1(r)
0(r)

r] = cEr[r] for some constant c = O(1), then the error in the

Shapley value is fairly small and proportional to the average expected L1 error Er[r]
2n .

A.4 Discussion about CGA-Specific Errors:

Since CGA is a complete representation, every game may be expressed as a CGA of some order (see
Fact 1). And so, we may plug the CGA-specific bias into the general bounds obtained previously in
Theorems 3-6.

Below we derive CGA bias due to model misspecification. Note that the approximation is lossy only
when the true game is generated by a CGA model of order r and we model it with a simpler CGA
model of order k with k < r. When we model the game with a CGA of a higher order than the actual
game, it is clear that we can learn a set of weights that would fit the coalition values exactly (since v

would be in the columnspace).

Let Mnk denote the matrix relating the parameters ! to the coalitional values v. It is a 2n ⇥ dk

matrix of the form:

 
first order weights ... kth order weights

row corresponding to null coalition {} ... ... ...

... ... ... ...

row corresponding to grand coalition A ... ... ...

!

The CGA model parameters !̂ we learn will be such that:

!̂ = argmin
w

kM
nkw �M

nr!⇤
rk

2
2

This is just equivalent to projecting vector Mnr!⇤
r onto the columnspace spanned by M

nk. Recall
from our identification theorem that Mnk has enough rows to be full rank, which makes (Mnk)TMnk

positive definite and invertible; if there are not enough samples, we may instead consider a regulariza-
tion term that will make the matrix invertible. Define projection matrix Pnk:

Pnk = M
nk(((Mnk)TMnk)�1(Mnk)T

This means that the misspecification error e(n, k, r) may be expressed as:

e(n, k, r) = (I � Pnk)M
nr!⇤

r

which we may plug into our noise bounds for the Shapley value computation.

Unlike the Shapley matrix, the error matrix (I � Pnk)Mnr does not seem to admit a closed form
for its trace. Instead, we perform simulations to better understand its properties. In particular, we
look to understand if it enjoys the same "averaging-effect" as the Shapley matrix. We compute
the max eigenvalue and the average trace norm value sweeping over all n, r, k for k < r < n for
n 2 [2, 15] (we try these sizes since 15 is the largest possible before the error matrix’s size exceeds
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that permitted by our machine memory). Our simulations suggest that its largest eigenvalue (for
the worst case bound) and the average trace value (for the average case bound per Lemma 3) both
grow monotonically with n and r (fixing a k). Altogether, this suggests that the `2 error can grow
arbitrarily large with model misspecification.

A.5 For Practitioners: How to choose the order of the CGA Model

The order k of the CGA model is dependent on the application at hand. It may be set to be the
maximum k-way interaction that the practitioner expects to take place in the team.

Our model is especially useful in settings like the NBA, in which team sizes are small relative to
the overall number of players. This structural prior can be encoded in the order of the CGA. As an
example, for the NBA, we expect at most 5-way interaction and so it is necessary to only consider
compact, low-rank models.

Note that for the time and space complexity of the model, the time to compute the SV is the space
complexity of the CGA model: the number of parameters. The complexity of learning a CGA
depends on the training method employed to learn v̂ (e.g. we use SGD).

A.6 Proofs of Facts

For completeness, we provide proofs of the two facts listed.
Fact 1 (Unique decomposition form). There exists a unique set of values !S for each subset S ✓ A

with |S|  k such that the characteristic function can be decomposed into its interaction form where

v(C) =

|C|X

k=1

X

S22Ck

!S . (10)

Proof. We can show this inductively. For the base case when |C| = 1 we have wC = v(C), which is
unique.

Induction step: assume wS0 is uniquely determined for |S0
| = 1, ...,m � 1. Then for a particular

subset |S| = m:

v(S) =
m�1X

i=1

X

S022Si

wS0 + wS

and thus wS is uniquely determined since we must set it to

w(S) = v(S)�
m�1X

i=1

X

S022Si

wS0

Fact 2 (Shapley value expression). The Shapley Value of an individual i with respect to team A can
be expressed as:

'i(v) =
X

T✓A\{i}

1

|T |+ 1
!T[{i}

Proof. The Shapley value for player i is defined as:

'i(v) =
1

n

X

S✓A\{i}

✓
n� 1

|S|

◆�1

(v(S [ {i})� v(S))

Plugging in the decomposition form:
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v(S [ {i})� v(S) =
X

S0✓S

wS0[{i}

Thus, the Shapley value for i is only a function of all wS where i 2 S.

Given a subset T = {i1...it}, let us derive the weighted sum of wT occurrences in 'i1(v). This term
only appears if {i2, .., it} ✓ S but i1 /2 S. And so, the weighted sum of occurrences is:

1

n

X

S✓A\{i1},{i2,..,it}2S

✓
n� 1

|S|

◆�1

=
1

n

n�1X

s=t�1

✓
n� 1

s

◆�1✓
n� t

s� (t� 1)

◆

Similarly, wT has the same sum of weighted occurrences in expressions for players i2, ..., it. And so,
by efficiency (since v(A) contains exactly wT and the sum of Shapley payments equals v(A)), they
must be assigned equal portions of wT , i.e wT /|T |. This holds for all subsets T. And so, a player i’s
Shapley value is the sum of all weights wT /|T |, for all subsets T ✓ [n] and i 2 T .

A.7 Relationship to the Core

The main text of the paper has focused on the solution concept of the Shapley Value. Another
commonly used solution concept in cooperative game theory is known as the Core [17]. Let n be the
number of players in the game, the Core is an allocation x 2 Rn that satisfies:

(i) Efficiency:
P

i2[n] xi = v([n])

(ii) Stability: for any coalition C ⇢ [n]:

X

i2C

xi � v(C)

Intuitively, a payoff vector is in the Core if it incentivizes every coalition C to stay with the grand
coalition rather than leave, achieve a value of v(C) and split it amongst themselves in some other
way.

The Core of a game may be empty, though an extension known as the Least Core is always guaranteed
to exist. The Least Core can be computed by solving the following linear program:

mine,x e

s.t.
P

i2[n] xi = v([n])P
i2C xi � v(C)� e 8S ⇢ [n]

Intuitively, the Least Core is the allocation which minimizes the subsidy e required to incentivize all
coalitions to stay together. We call the minimum subsidy needed the Least Core value. Unfortunately,
[13] show that for any CGA model with order higher than 1, it is NP-Complete to compute the Least
Core Value.

One notable allocation in the Least Core is the Nucleolus. For a given allocation x, define deficit
function ex(C) = v(C)�

P
i2C xi. Order all subsets of [n] according to the deficit function ex. The

nucleolus is defined as the imputation which lexicographically minimizes this ordering of deficits.
Intuitively, the Nucleolus is the "inner-most" allocation in the Least Core. In general, the Nucleolus
is difficult to compute and requires solving a series of exponential-size linear programs.

Remarkably, [13] prove the following fact:
Fact 3. Assuming the characteristic function of the underlying game is a second order CGA model,
the Shapley Value is in the Least Core (in fact, it is the Nucleoulus).

Therefore, we can simply compute the Shapley value to obtain a point in the Least Core. All that
remains is to approximate the Least Core value. To do this, we establish an approximate notion of the
Least Core value by adapting a similar notion from [5] and derive a simple sample complexity bound
for estimating this value. The definition goes as follows:
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Definition 5. Given an allocation x, a value e is a ��probable least core value if:

PrC⇠2A [
X

i2C

xi + e � v(C)] � 1� �

The least core value is the smallest e⇤ such that there exist an allocation for which e
⇤ is a 0�probable

least core value.

We will compute a ��probable least core value by computing the sample least core value on a set of
uniformly sampled coalitions bS. Certainly if |bS| = 2n coalitions, then the sample least core value
will be the true least core value exactly. Using standard learning theory tools, we can relate the quality
of the estimation of the least core value, in terms of �, to the size of the samples bS needed:

Theorem 7. Given a set bS of m = O( log(1/�)
�2 ) coalitions uniformly sampled from 2A, let:

ê = argmin eP
i2C 'i(v̂) � v(C)� e 8C ✓ bS

then with probability 1�� over the samples, ê is a ��least core value.

Proof. We prove this through a simple learning theory setup analogous to the proposition above.
Define a 2-dimensional linear classifier with weights we = [e, 1]. This class of classifier is a subset
of all linear classifiers of dimension 2 and thus has VC dimension  2.

For each of the 2n � 2 inequality constraints, construct data point [1,
P

i2C 'i(v̂) � v(C)] that
corresponds to coalition C’s constraint. We assign each data point a label of 1. Notice that if classifier
we = [e, 1] classifies [1,

P
i2C 'i(v̂)� v(C)] correctly, then:

signwe
([1,

X

i2C

'i(v̂)� v(C)]) = 1 ) [e, 1]T [1,
X

i2C

'i(v̂)� v(C)] � 0 )

X

i2C

'i(v̂) � v(C)� e

Moreover, we know that the classifier we obtain, wê = [ê, 1], is such that it classifies all the samples
in bS correctly by construction, and has zero empirical risk. Again, using Lemma 2, we know that this
classifier’s performance on the samples generalize to all 2n � 2 constraints. In particular, if there are
at least

O(
2 + log(1/�)

�2
)

samples in bS, then the empirical least core value ê we compute is such that:

PrC⇠2A [
X

i2C

'i(v̂) � v(C)� ê] = PrC⇠2A [signwê
([1,

X

i2C

'i(v̂)� v(C)]) = 1] � 1� �

Lastly, we remark that for games whose characteristic functions are CGA models of order higher
than 2, the Shapley is not the Nucleolus. An interesting extension of this work could be developing
faster, sample-based methods for computing the Least Core with higher order CGA models.
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L2 regularization/V̂ Rank 1 2 5 10 20 35
0.001 0.256 0.092 0.066 0.067 0.068 0.069
0.01 0.261 0.104 0.091 0.090 0.093 0.090
0.1 0.679 0.679 0.652 0.646 0.669 0.664

Table 1: Results of hyper-parameter sweep for the second order CGA in the OpenAI particle world
experiment. MSE is shown, lower is better.

L2 regularization/V̂ rank 5 10 20 50 100
0.001 0.61 0.6214 0.6086 0.5971 0.5929
0.01 0.64 0.6414 0.6414 0.6429 0.6429
0.1 0.6214 0.63 0.62 0.6286 0.6242

Table 2: Results of hyper-parameter sweep for the second order CGA in the NBA data. Model
accuracy is shown, higher is better.

A.8 Experiments Hyper Parameter Search

In the low rank approximations of bV (as suggested by [28, 38]), we represented a team C via a
one-hot encoding xC and fit a model of the form:

v̂(C) = wTxC + xT
C V̂ xC

We tried parameterizing V̂ via a low-rank matrix and swept weight decay (l2 regularization) parame-
ters on our validation set. Here we report the results of the full sweep for both of our experiments.

Table 1 shows the MSE (lower is better) of the performance prediction for various parameter values in
the OpenAI particle world experiment. Table A.8 shows the accuracy of the model in predicting wins
(higher is better) in the NBA experiment. In both cases we see that a relatively low rank model does
very well at capturing structure in our environments. The main text analyzes the models resulting
from these parameter choices.
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B Additional Work in Cooperative Game Theory

In computational, cooperative game theory [8], there has been ample, albeit orthogonal prior work
that studies CF representations and Shapley computation. We may classify them as follows:

• Fast methods to compute the SV for certain subclasses of games: [14] (for voting games). By
contrast, our representation permits facile Shapley computation for all cooperative games.

• Sample complexity of approximating the SV: [32], [1] (only for simple games), [29] (only
for supermodular games). By contrast, our bounds focus on the sample complexity of
learning the CF function with the CGA representation, thus drawing upon PAC/PMAC
techniques. None of the other works in this category need to nor use learning theoretic
methods. They focus only on studying the concentration of estimated SV values via standard
concentration inequalities.

• Representation designed to allow for easy computation of the SV: [33] (only for networks),
[11]. By contrast, our CGA model has provable, learning theoretic properties (and addition-
ally, practical success on real world data). The provable guarantee is crucial since we need
to use the model to learn the unknown CF from data.
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